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Ghapter 8 ———

DNA
AND PROTEIN

Why DNA and protein
could not be produced by random chance

This chapter is based on pp. 265-313 of Origin of the Life (Vol-
ume Two of our three-volume Evolution Disproved Series). Not
included in this chapter are at least 110 statements by scientists.
You will find them, plus much more, on our website: evolution-
facts.org.

One of the most important discoveries of the twentieth century
was the discovery of the DNA molecule. It has had a powerful
effect on biological research. It hasalso brought quandary and
confusion to evolutionary scientists. If they cared to admit the
full implicationsof DNA, it would also bring total destruction
totheir theory.

This chapter goes hand in hand with the previous one. In that
chapter (Primitive Environment), welearned that earthly surround-
ings—now or earlier—could never permit the formation of living
creaturesfrom non-living materials. Thispresent chapter will pri-
marily discussthe DNA code, and the componentsof protein—
and will show that each are so utterly complicated asto defy
any possibility that they could have been produced by chance
events.

Yet random actionsarethe only kind of occurrenceswhich evo-
lutionists tell us have ever been used to accomplish the work of
evolution.

Thesignificanceof al thisisimmense. Because of thebarrier
of the multibillion DNA code, not only was it impossible for
lifeto form by accident,—it could never thereafter evolveinto
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new and different species! Each successive speciation change
would require highly exacting code to be in place on the very first
day of its existence as a unique new species.

Aswith a number of other chaptersin thisbook, thisone
chapter aloneisenough to completely annihilate evolutionary
theory in regard totheorigin or evolution of life.

1 -DNA AND ITS CODE

GREGOR MENDEL—(*#1/7 Gregor Mendel’s Monumental
Discovery*) It was Mendel’s monumental work with geneticsin
the mid-19th century that laid the foundation for all modern re-
search work in genetics. The complete story will be found on our
website.

YOUR BODY' SBLUEPRINT—(*#2 The Story of DNA*) Each
of us starts off as atiny sphere no larger than a dot on this page.
Within that microscopic ball thereisover six feet of DNA (deoxyri-
bonucleic acid), al coiled up. Inside that DNA is the entire code
for what you will become,—all your organsand all your features.

TheDNA itself isstrung out within long coiling strips. DNA
isthecarrier of theinheritancecodein livingthings. Itislikea
microscopic computer with a built-in memory. DNA stores afan-
tastic number of “blueprints,” and at the right time and placeis-
suesordersfor distant parts of the body to build itscellsand struc-
tures.

You have heard of “genes’ and “chromosomes.” Inside each
cell inyour body isanucleus. Inside that nucleus are, among other
complicated things, chromosomes. Inside the chromosomes are
genes. Thegenesare attached to chromosomeslike beadson achain.
Insidethe genesisthe complicated chemical structurewe call DNA.
Each gene hasathousand or more such DNA unitswithinit. Inside
each cell aretens of thousands of such genes, grouped into 23 pairs
of chromosomes.

Inside the DNA isthe total of all the genetic possibilities
for agiven species. Thisiscalled thegene pool of genetic traits. It
is also called the genome. That is al the traits your species can
have; in contrast, the specific sub-code for YOU is the genotype,
whichisthe code for al the possible inherited features you could
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THE DNA MOLECULE

Deoxyribonucleic acid (DNA) is a double-stranded helix found
within the chromosomes, which are located inside the nuclei of
every living cell. The molecule consists of just four nucleotide
units, one containing adenine, one guanine, one cytosine, and
one either thymine (in DNA) or uracil (in RNA). The sides of the
helix consist of alternating deoxyribose sugars and phosphates.

llustration on the right: Why is it helix shaped? Because the
DNA contains an extremely code. it must somehow fit inside the
chromosome. The illustration on the right illusrates how the he-
lix shape is used to squash an immense length of it into the tiny
chromosome!

Four illustrations below, each of increasing magnification: First,
we see the cell with the darkened nucleus containing the chrom-
osomes. Second, inside the chromosomes we find the DNA he-
lix which has the appearance of a spiral staircase. Third, a still
closer look reveals the chemical code on the uncoiled DNA stair-
case. Fourth, we discover the chemical formulas of the sides and
rungs.
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have. The genotypeistheindividual’s code; the genome appliesto
populations, the entire species.

(For clarification, it should be mentioned here that the geno-
type includesall the featuresyou could possibly haveinyour body,
but what you will actually have is called the phenotype. Thisis
because there are many unexpressed or recessive charactersin the
genotype that do not show up in the phenotype. For example, you
may have had both blue and brown eye color in your genotypefrom
your ancestors, but your iriseswill normally only show onecolor.)

COILED STRIPS—(*#3/33 The Origin of DNA*) Your own
DNA isscattered all through your body in about 100 thousand
billion specks, which is the average number of living cellsin a
human adult. What doesthisDNA look like? It hasthe appearance
of two intertwined strips of vertical tapethat areloosely coiled about
each other. From bottom to top, horizontal rungs or stairs reach
acrossfrom onetape strip to the other. Altogether, each DNA mol -
eculeissomething likeaspiral staircase.

The spiraling sidesinthe DNA ladder are made of complicated
sugar and phosphate compounds, and the crosspieces are nitrogen
compounds. It isthe arrangement of the chemical sequencein the
DNA that containsthe needed information.

The code within each DNA cell is complicated in the ex-
treme! 1f you wereto put all the coded DNA instructionsfrom
just ONE single human cell into English, it would fill many
large volumes, each volume the size of an unabridged dictio-

nary!

DOUBLE-STRANDED HELIX—Deoxyribonucleic acid
(DNA) is a double-stranded helix found within the chromo-
somes, which are located inside the nucleus of every living cell.
The molecule consists of just four nucleotide units, one containing
adenine, oneguanine, onecytosine, and oneeither thymine (in DNA)
or uracil (in RNA). The sides of the helix consist of alternating
deoxyribose sugars and phosphates.

The illustration on a nearby page shows the strange shape of
DNA. It hasthat shape because it must fit inside the chromo-
some. It does this by squashing an immense length into the tiny
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chromosome. It could not do thisif it did not have atwisted shape.
The four illustrations show progressively smaller viewsof aDNA
moleculeand what isinit.

DIVIDING DNA—DNA has a very special way of dividing
and combining. Theladder literally “ unhooks” and “rehooks.”
When cells divide, the DNA ladder splits down the middle. There
are then two single vertical strands, each with half of the rungs.
Both now duplicate themsel vesinstantly—and there are now two
complete ladders, where amoment before there was but one! Each
new strip has exactly the same sequence that the original strip of
DNA had.

This process of division can occur at the amazing rate of
1000 base pairsper second! If DNA did not dividethisquickly, it
could take 10,000 years for you to grow from that first cell to a
newborninfant.

Human cells can divide morethan 50 times before dying. When
they do die, they areimmediately replaced. Every minute 3 billion
cellsdieinyour body and areimmediately replaced.

THE BASE CODE—(*#7 Coding in the Information*) The
human body has about 100 trillion cells. Inthe nucleus of each cell
are46 chromosomes. Inthe chromosomes of each cell are about 10
billion of those DNA ladders. Scientists call each spiral ladder a
DNA molecule; they also call them base pairs. 1t isthe sequence
of chemicals within these base pairsthat providestheinstruc-
tional codefor your body. That instructional code over seesall
your heredity and many of your metabolic processes.

Without your DNA, you could not live. Without itsown DNA,
nothing else on earth could live. Within each DNA base pair isa
most fantastic information file. A-T-C-T-G-G-G-T-C-T-A-A-T-A, and on
and on, isthe codefor one creature. T-G-C-T-C-A-A-G-A-G-T-G-C-C,
and on and on, will beginthe codefor another. Each code continues
on for millions of “letter” units. Each unit is made of a special
chemical.

The DNA molecule is shaped like a coiled ladder, which the
scientists describe as being in the shape of a*“double-stranded he-
lix.”” Using data from awoman researcher (which they did not ac-
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knowledge), *Watson and *Crick “discovered” the structure of
DNA.

UTTERCOMPLEXITY—Inorder toform aprotein,theDNA
molecule hasto direct the placement of amino acidsin a cer-
tain specific order in amolecule made up of hundreds of thou-
sandsof units. For each position, it must choose the correct amino
acid from some twenty different amino acids. DNA itself ismade
up of only four different building blocks (A, G C,and T). These are
arranged in basic code units of threefactors per unit (A-C-C, G-T-A,
etc.). This provides 64 basic code units. With them, millions of
separate codes can be sequentially constructed. Each code deter-
mines one of the many millions of factors in your body, organs,
brain, and all their functions. If just one code wer e omitted, you
would bein serioustrouble.

AN ASTOUNDING CLAIM—The evolutionists applied their
theory to the amazing discoveries about DNA—and came up with
a totally astonishing claim:

All thecomplicated DNA in each lifeform, and all the DNA
in every other lifeform—madeitself out of dirty water back in
the beginning! There was some gravel around, along with some
dirt. Nearby was somewater, and overhead alightning storm. The
lightning hit the dirty water and made living creatures com-
pletewith DNA. They not only had their complete genetic code,
but they were also immediately ableto eat, digest food, move
about, perform enzymatic and glandular functions, and all the
rest.

Instantly, they automatically knew how to produce addi-
tional cells; their DNA began dividing (cells must continually
replenish themselves or the creature quickly dies); their cells
began making new ones; and every new cell could immedi-
ately dothemyriad of functionsthat the entire creature must
do.

That same stroke of lightning made both a male and a fe-
malepair and their completedigestive, respiratory, and circu-
latory organs. It provided them with complete ability to pro-
duce offspring and they, in turn, more offspring. That same
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strokeof lightning also madetheir food, with all itsown DNA,
male and female pairs, etc., etc.

And that, according to this children’s story, is where we all
camefrom! Butitisastory that only very little children would find
believable.

“Laboratory experiments show that the basic building blocks of
life, the proteins and organic molecules, form pretty easily in envi-
ronments that have both carbon and water.”—*Star Date Radio
Broadcast, January 24, 1990.

In this chapter, we will not consider most of the above claims.
Instead, we will primarily focus on the DNA and protein in each
cell within each living creature.

TRANSLATION PACKAGE NEEDED AT BEGINNING—The
amount of information in the genetic codeisso vast that it would be
impossibleto put together by chance. But, in addition, there must
be a means of trandlating it so the tissues can use the code.

“Did the code and the means of tranglating it appear simulta-
neously in evolution? It ssemsamost incrediblethat any such coin-
cidences could have occurred, given the extraordinary complexities
of both sides and the requirement that they be coordinated accu-
rately for survival. By a pre-Darwinian (or a skeptic of evolution
after Darwin) thispuzzle surely would have beeninterpreted asthe
most powerful sort of evidencefor special creation.”—*C. Haskins,

“Advances and Challenges in Science” in American Scientist 59
(1971), pp. 298.

Not only did the DNA haveto originate itself by random
accident, but thetrandation machinery already had to bepro-
duced by accident—and also immediately! Without it, thein-
formation in the DNA could not be applied to the tissues. I n-
stant death would be theresult.

“The code is meaningless unless translated. The modern cell’s
trandation machinery consists of at least fifty macromolecular com-
ponentswhich arethemselves encoded in DNA [!]; the code cannot
be trandlated otherwise than by products of trandation. It is the
modern expression of omne vivum ex ovo [ every living thing comes
from an egg’]. When and how did this circle become closed? It is
exceedingly difficult to imagine.”—*J, Monod, Chance and Ne-
cessity (1971), p. 143.

Thistranslation package hasalso been termed an “adapter
function.” Without a trandator, the highly complex coding
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contained within the DNA molecule would be useless to the

organism.

“The information content of amino acid sequences cannot in-
crease until agenetic code with an adapter function has appeared.
Nothing which even vaguely resemblesacode existsin the physio-
chemical world. One must conclude that no valid scientific expla-
nation of the origin of life exists at present.”—*H. Yockey, ““Self
Organization Origin of Life Scenarios and Information Theory,”
in Journal of Theoretical Biology 91 (1981), p. 13.

“Cells and organisms are also informed [intelligently designed
and operated] life-support systems. The basic component of any
informed system is its plan. Here, argues the creationist, an im-
penetrable circle excludes the evolutionist. Any attempt to form a
model or theory of the evolution of the genetic code is futile be-
causethat codeiswithout function unless, and until, it istranslated,
i.e., unlessit leads to the synthesis of proteins. But the machinery
by which the cell transl ates the code consists of about seventy com-
ponentswhich are themselves the product of the code.” —*Michael
Pitman, Adam and Evolution (1984), p. 147 [emphasis his].

DESIGNING CODES—* Sir Arthur Keith, a prominent anato-
mist of the 1930s (and co-producer of the Piltdown man hoax),
said: “Wedo not believein thetheory of special creation becauseit
isincredible.” But lifeitself and all itsfunctionsand designsare
incredible. And each true specieshasitsown uniquedesigns. A
singleliving cell may contain one hundred thousand million atoms,
but each atom will be arranged in a specific order.

Yet all thisis based on design, and design requiresintelli-
gence—in this case an extremely high order of intelligence.
Man’smost advanced thinking and planning has produced airplanes,
rockets, persona computers, and flight paths around the moon. But
none of thiswas done by accident. Car eful thought and structur-
ingwasrequired. Design blueprintswerecarefully crafted into
products.

The biological world is packed with intricate, cooperative
mechanisms that depend on encoded and detailed instructions for
their development and interacting function. But complexity, and
the coding it is based on, does not evolve. Left to themselves,
all things become more random and disorganized. The more
complex the system, the more elabor ate the design needed to
keep it operating and resisting the ever-pressing tendency to




“There is tRNA and dRNA. These
hook up to the gRNA and form pRNA,
which in turn split on command from
the fDNA and divide into vwRNA,
which splices onto scRNA, and
vbRNA which runs over to kDNA,
grabs it, and changes it into mRNA.
All operate on complicated spiralose
codings which as yet remain un-
deciphered. All this began randomly
through evolution.”

“This is our DNA Indexing Building.
We will gradually fill it with a complete
index of all the codes in DNA mol-
ecules. The National Evolution En-
dowment Society dedicated it yes-
terday in an imposing ceremony.”

Science vs. Evolution

“l wish Uncle Charlie had ex-
plained in his book how such com-
plicated things as those 20 differ-
ent proteins—each with a code as
long as the length of your house,
and each requiring its own interme-
diate t-RNA, which is every whit as
complicated—could be produced
by randomness.”

“That’s Professor Powerup. He’s
having problems, and has to keep
trading his computer in for still larger
ones. He thought his research prob-
lem was a simple one. It is to com-
pile in a single number the odds
against DNA, protein, and enzymes
forming themselves by chance.”
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decay and deterioration.

DNA and other substanceslikeit arevirtually unknown outside
living cells. Astoundingly, they produce cells and are products of
cells; yet they are not found outside of cells. DNA isexclusively a
product of the cell; we cannot manufacture it. The closest we can
come to thisisto synthesize ssmple, short chains of mononucleo-
tideRNA—andthat isasfar aswe can go, in spite of all our boasted
intelligence and million-dollar well-supplied, well-equipped |abo-
ratories.

MESSENGER RNA—Special “messenger RNA” molecules
are needed. Without them, DNA is useless in the body. Con-
sider the story of s-RNA:

“Thecodeinthegene (whichisDNA, of course) isused to con-
struct amessenger RNA moleculeinwhich isencoded the message
necessary to determine the specific amino acid sequence of the pro-
tein.

“Thecdl must synthesize the sub-units (nucleotides) for the RNA
(after first synthesizing the sub-units for each nucleotide, which
include the individual bases and the ribose). The cell must synthe-
size the sub-units, or amino acids, which are eventually polymer-
ized to form the protein. Each amino acid must be activated by an
enzyme specific for that amino acid. Each amino acid isthen com-
bined with another type of RNA, known assoluble RNA or ssRNA.

“Thereisaspecific ssRNA for eachindividual amino acid. There
is yet another type of RNA known as ribosomal RNA. Under the
influence of the messenger RNA, the ribosomes are assembled into
unitsknown as polyribosomes. Under the direction of the message
contained in the messenger RNA whileitisin contact with polyri-
bosomes, the amino acid-s-RNA complexesare used toformapro-
tein. Other enzymes and key molecules are required for this.

“During all of this, the complex energy-producing apparatus of
the cell isused to furnish the energy required for the many synthe-
ses.”—Duane T. Gish, “DNA: Its History and Potential, ““in W.E.
Lemmerts (ed.), Scientific Studies in Special Creation (1971), p.
312.

THE LIVING COMPUTER—DNA and its related agencies
operatedramatically like an advanced computer.
“All thisis strikingly similar to the situation in the living cell.
For discs or tapes substitute DNA; for ‘words' substitute genes,
and for ‘bits' (abit isan electronic representation of ‘yes' or ‘no’)
substitute the bases adenine, thymine, guanine and cytosine.” —
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*Fred Hoyle and *C. Wickramasinghe, Evolution from Space
(1981), p. 106.

Everywhereweturninthecell wefind themost highly tech-
nical computerization. Electrical polarity isakey inthe DNA.
Thisispositive and negative el ectrical impulses, found bothinthe
DNA and about the cell membrane, cytoplasm, and nucleus. The
result is a binary system, similar to what we find in the most
advanced computersin theworld, but far more sophisticated
and miniaturized. In computer science, a““byte”” is composed of
eight bits and can hold 256 different binary patterns, enough to
equal most lettersor symbols. A bytethereforestandsfor aletter
or character. In biology theequivalent isthreenucleotidescalled
acodon. Thebiological code (within DNA) isbased on thesetrip-
let patterns, as* Crick and * Brenner first discovered. Thistriadis
used to decide which amino acid will be used for what purpose.

THE BIOLOGICAL COMPILER—The code in both plants
and animalsisDNA, but DNA ischemically different from the
amino acids which it gives ordersto make. This code also de-
cideswhich of the 20 proteinsthe amino acidswill then form them-
selvesinto. Thereis an intermediate substance between DNA
and theamino acidsand proteins. That mediating substanceist-
RNA. But now the complexity gets worse: Each of the 20 pro-
teinsrequiresadifferent intermediatet-RNA! Each oneworks
specifically to perform its one function; and chemically, each t-
RNA moleculeisunlike each of the other t-RNA molecules.

Thebiological compiler that accomplishesthese codetasks
ism-RNA. It changes DNA codelanguageinto adifferent lan-
guage that the cells can understand—so they can set about
producing the right amino acids and proteins. Without these
many m-DNA molecules, the entire code and what it should pro-
duce would break down.

DNA INDEXING—Information that is inaccessible is useless,
even though it may bevery complete. Every computer requiresa
databank. Without it, needed infor mation cannot beretrieved
and used. Large computer data banks have libraries of disc stor-
age, but they reguire an index to use them. Without the index, the
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computer will not know whereto look to find the needed informa-
tion.

DNA is a data bank of massive proportions, but indexes
are also needed. These are different from the translators. There
arenon-DNA chemicals, which work asindexesto specifically
locate needed infor mation. The DNA and the indexesrecipro-
cate; information iscycled around a feedback loop. The index
triggersthe production of materialsby DNA. The presence of these
materias, inturn, triggersindexing to additional productions. Ona
higher level of systems (nervous, muscular, hormonal, circulatory,
etc.), additional indexesareto befound. The utter complication of
al thisisastounding. The next timeyou cut your finger, think of all
the complex operations required for the body to patch it up.

CELL SWITCHING—"What ismost important; what should
be done next?” Computersfunction by following a sequential
set of instructions. “First do this, and then do that,” they are
told, and in response they then switch from one subroutine to an-
other. But how doesthecell switch itsDNA from one processto
another? No one can figure this out.

“In bacteria, for example, Jacob and Monod demonstrated acon-
trol system that operates by switching off ‘repressor’ molecules,
i.e., unmasking DNA at the correct ‘line number’ to read off the
correct (polypeptide) subroutines. With eukaryotes[acommon type
of bacteria], Britten and Davidson have tentatively suggested that
‘sensor genes' react to anincoming stimulus and cause the produc-
tion of RNA. This, in turn, activates a‘ producer gene,” m-RNA is
synthesized and the required protein eventually assembled asari-
bosome. Many DNA base sequences may thus be involved, not in
protein or RNA production, but in control over that production—in
switching theright sequenceson or off at theright time.” —*Michael
Pitman, Adam and Evolution (1984), p. 124.

THE FIVE CHEMICALS IN DNA AND RNA—DNA is an ex-
tremely complex chemical molecule. Wheredid it comefrom?How
did it form itself back in the beginning? How can it keep making
copiesof itself? There aretwo kinds of basesin the DNA code:
purines (adenineand guanine) and pyrimidines (thymineor, in
RNA, uracil; and cytosine). Where did these five chemicals
come from? Charlie, you never told us the origin of the species,
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now help usfigure out the origin of DNA!

Do you desire fame and fortune? If you want a Nobel prize,
figure out how to synthesizeall five DNA chemicals. If youwant a
major placein history, figure out how to make living, functioning
DNA. If sand and seawater are supposed to havedoneit, our highly
trained scientists ought to be ableto do it too.

Scientists eventually devised complicated ways in expen-
sivelaboratoriesto synthesizedead compoundsof four of these
five, using rare materials such as hydrogen cyanide or cyanoacet-
ylene. (Thymine remains unsynthesizable.) Sugar can be madein
thelaboratory, but the phosphate group isextremely difficult. Inthe
presence of calciumions, found in abundancein oceansandrivers,
the phosphateionisprecipitated out. Enzymesin lifeformscata-
lyzethetask, but how could enzymatic action occur outside of
plantsor animals? It would not happen.

Then there are the polynucleotide strandsthat haveto be
formed in exactly thefit needed to neatly wrap about the DNA
helix molecule. A 100 percent exact fit is required. But chemists
seem unableto produce much in theway of synthesized polynucle-
otides, and they are totally unable to make them in predetermined
sizes and shapes (*D. Watts, “Chemistry and the Origin of Life,”
in Life on Earth, Vol. 4, 1980, p. 21).

If university-trained scientists, working in multimillion-
dollar equipped and stocked laboratories, cannot make DNA
and RNA, how can random action of sand and dirty water
produceit in the beginning?

NON-RANDOM: ONLY FROM INTELLIGENCE—Non-ran-
dom information iswhat isfound in the genetic code. But such
informationisaproof that the code camefrom anintelligent Mind.

Those searching for_evidence of life in outer space have
been instructed to watch for non-random signals as the best
evidence that intelligent people live out there. Ponnamperuma
saysthat such a* non-random pattern” would demonstrate intelli-
gent extraterrestrial origin (*C. Ponnamperuma, The Origins of
Life, 1972, p. 195). *Carl Sagan adds that a message with high
information content would be* an unambiguoudly artificia [intelli-
gently produced] interstellar message” (*Carl Sagan, Cosmos,
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1980, p. 314).

“Toinvolve purposeisinthe eyes of biologiststhe ultimate sci-
entificsin. . Therevulsion which biologistsfeel to thethought that
purpose might have a place in the structure of biology istherefore
revulsion to the concept that biology might have aconnectionto an
intelligence higher than our own.”—* Fred Hoyle and *Chandra
Wickramasinghe, Evolution from Space (1981), p. 32.

EACH CHARACTERISTIC CONTROLLED BY MANY
GENES—The morethe scientists have studied genetics, the worse
the situation becomes. Instead of each gene controlling many
different factorsin the body, geneticists have discovered that
many different genes control each factor! Because of this, it
would thusbeimpossiblefor thebasic DNA codeto gradually
“evolve.” Theunderlying DNA code had to bethere“all at once”;
and oncein place, that code could never change!

“However it gradual ly emerged that most characters, even simple
ones, are regulated by many genes: for instance, fourteen genes
affect eye color in Drosophila. (Not only that. The mutation which
suppresses ‘purple eye’ enhances ‘hairy wing,” for instance. The
mechanism isnot understood.) Worse still, asingle gene may influ-
ence severa different characters. This was particularly bad news
for the selectionists, of course. . In 1966 Henry Harris of London
University demonstrated, to everyone's surprise, that as much as
30 per cent of all characters are polymorphic [that is, each charac-
ter controlled severa different factors instead of merely one]. It
seemed unbelievable, but hiswork was soon confirmed by Richard
Lewontin and others.”—*G.R. Taylor, Great Evolution Mystery
(1983), pp. 165-166.

(A clarification is needed here about the basic DNA codein a
true species which never changes: Chapter 11, Animal and Plant
Species, will explain how the DNA gene pool within agiventrue
species can be broad enough to produce hybrids or varieties.
Thisiswhy there are so many different types of dogs or why some
birds, when isolated on an island—such as Darwin’s finches on
the Galapagos—can produce bills of different length. Thisiswhy
there are two shades of peppered moth and various resistant
forms of bacteria.)

In order to make the evolutionary theory succeed, theto-
tal organic complexity of an entire species somehow had to be
invented long ago by chance,—and it had to do it fast, too fast—
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“l am sorry to announce that
Professor Byrdbill just had a ma-
jor nervous breakdown. For his
research project he had been try-
ing to count all the different parts
and functions in a human cell.”

“What’s wrong with him, you
say? Oh, he’s developed a terrific
inferiority complex. He had been
studying everything he could
learn about the cell, and decided
it was smarter than he was.”
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“Our prof told us that a living cell is
as complicated as a Boeing 747. So
we decided to make a research
project of it. Our assigned objective
is to study all the parts of a 747 and
figure out how they could have made
themselves. Prof, back at the univer-
sity, said we might make a break-
through that would prove Darwin’s
theory.”

N—

“Well, it’s like this. George was
studying the 75 helper molecules
needed to make a single protein,
and he found that they and all the
other cell parts do so many intelli-
gent things,—that now George
spends his time writing entire books
about the cell. He’s working on his
23rd volume.”
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within seconds, or the creature would immediately die!
2 - MATHEMIATICAL POSSIBILITIES OF DNA

SCIENTIFIC NOTATION—This is a number plus a small
superscript numeral. Using it, small numbers can be written
to denote number s that are so immense that they are incom-
prehensibleand can only with difficulty bewritten out. Thus, 8
trillion (8,000,000,000,000) would be written 8 x 10*?, and 1 bil-
lion (1,000,000,000) would be written simply as 10°. Here are a
few comparisons to show you the impossible large size of such
numbers:

Hairs on an average head 2x10¢
Secondsin ayear 3x 107
Retirement age (0 to 65) in seconds 2 x |0°
World population 5x10°
Miles [1.6 km] in alight-year 6 x 10w
Sand grains on all shores 10%
Observed stars 10%
Water dropsin all the oceans 10%
Candle power of the sun 3x 107
Electrons in the universe 10%°

It issaid that any number larger than 2 x 10* cannot occur
in nature. In the remainder of this chapter, we will look at some
immense numbers!

MATH LOOK SAT DNA—(*#4/37 More Mathematical Impos-
sibilities*) Intheworld of living organisms, there can benolifeor
growth without DNA. What are the mathematical possibilities

(in mathematics, they are called probabilities) of JUST ONE
DNA molecule having for med itself by the chance?

“Now we know that the cell itself isfar more complex than we
had imagined. It includes thousands of functioning enzymes, each
one of them a complex machine itself. Furthermore, each enzyme
comesinto being in responseto agene, astrand of DNA. Theinfor-
mation content of the geneinitscomplexity must be asgreat asthat
of theenzymeit controls.

“A medium protein might include about 300 amino acids. The
DNA gene controlling this would have about 1000 nucleotidesin
itschain. Sincetherearefour kinds of nucleotidesin aDNA chain,
one consisting of 1000 links could exist in 4x10w different forms.
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“Using alittle algebra (logarithms) we can seethat 4°° jsequiva
lent to 10°®, Ten multiplied by itself 600 times gives the figure 1
followed by 600 zeros! Thisnumber iscompletely beyond our com-
prehension.”—*Frank Salisbury, ““Doubts about the Modern Syn-
thetic Theory of Evolution,”” American Biology Teacher, Septem-
ber 1971, pp. 336-338.

So the number of possible code combinationsfor an aver-
age DNA molecule is a fabulously large number! That is not
4000 (4 followed by 3 zeros), but 4 timesitself athousand times—
or alittle more than 10%°?! How could random action produce
theright combination out of that many possibilitiesfor error?

LIFE REQUIRED—In additionto DNA, many other materials,
such as proteins, enzymes, carbohydrates, fats, etc., would haveto
beinstantly made at the sametime. The beating heart, the function-
ing kidneys, the circulatory vessels, etc. They would all need to
bearranged within thecomplicated structureof an organism,—
and then they would have to be endued with LIFE!

Without LIFE, none of theraw materials, even though ar-
ranged in proper order, would be worth anything.

One does not extract life from pebbles, dirt, water, or alight-
ning bolt. Lightning destroyslife; it does not makeit.

GOLEY’'SMACHINE—A communicationsengineer triedto fig-
ure out the odds for bringing anon-living organism with few parts
(only 1500) up to the point of being ableto reproduceitself.

“ Suppose we wanted to build amachine capabl e of reaching into
binsfor al of its parts, and capabl e of assembling from those parts
asecond machine just likeitself.”—*Marcel J.E. Goley, “Reflec-
tions of a Communications Engineer,” in Analytical Chemistry,
June 1961, p. 23.

Likening a living organism to a machine that merely
reached out and selected parts needed to make a duplicate of
itself, Goley tried to figure the odds for 1500 needed items—re-
quiring 1500 right choicesin arow. Many different partswould be
needed, and Goley assumed they would al be lying around near
that manufacturing machine! Goley assumesthat itsmechanical
arm will haveonly a 50-50 chance of error in reaching out and
grabbing the right piece! Such a ratio (1500 50.50 choices)
would be impossible for the randomness of chance (“natural
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selection”) to produce. Goley then figuresthe odds based on such
a one-in-two success rate of reaches. But if such a high rate of
accurate selection were possible, Goley discovered therewasonly
one chance in 10*° that the machine could succeed in reproducing
itself! That is 1 followed by 450 zeros! The moreit tried to repro-
duceitself, the further it would get from success.

Far smaller are all the wordsin all the books ever pub-
lished. They would only amount to 102, and that would be equiva-
lent to only 66 of those 1500 50-50 choices al made correctly in
succession!

TOO MANY NUCLEOTIDES—Just the number of nucle-
otides alone in DNA would be too many for Goley’s machine
calculations. There are not 1500 parts but multiplied thousands of
factors, of which the nucleotides constitute only one.

(1) There are 5,375 nucleotides in the DNA of an extremely
small bacterial virus (theta-x-174). (2) There are about 3 million
nucleotidesinasinglecell bacteria. (3) Therearemorethan 16,000
nucleotidesin ahuman mitochondrial DNA molecule. (4) There
are approximately 3 billion nucleotidesin the DNA of a mam-
malian cell. (People and many animals are mammals.)

Technically, a “nucleotide” is a complex chemical structure
composed of a(nucleic acid) purine or pyrimidine, one sugar (usu-
ally ribose or deoxyribose), and a phosphoric group. Each one of
those thousands of nucleotideswithin each DNA isaligned se-
quentially in a very specific order! Imagine 3 billion compli-
cated chemical links, each of which hasto bein a precisely
correct sequence!

NOT POSSIBLE BY CHANCE—M any similar mathematical
comparisonscould bemade. Thepoint isthat chance cannot pro-
duce what isin aliving organism—not now, not ever before, not
ever inthefuture. It just cannot be done.

And even if the task could be successfully completed, when it
was done, that organism still would not be alive! Putting stuff to-
gether in the right combination does not producelife.

And once made, it would have to have an ongoing source
of water, air, and living food continually available assoon asit
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evolved intolife. When the evol utionist’s organism emerged from
rock, water, and astroke of lightning hitting it on the head,—it would
haveto haveitsliving food source madejust asrapidly.
Theproblemsand hurdlesare endless.
“Based on probahility factors. . any viable DNA strand having
over 84 nucleotides cannot be the result of haphazard mutations. At

that stage, the probabilities are 1 in 4.8 x 10%®. Such a number, if
written out, would read:
480,000,000,000,000,000,000,-
000,000,000,000,000,000,000,000,000,000.
“Mathematicians agree that any requisite number beyond 10%
has, statistically, a zero probability of occurrence (and even that
givesit the' benefit of thedoubt’). Any speciesknownto us, includ-
ing ‘thesmallest single-cell bacteria,” have enormously larger num-
bers of nucleotides than 100 or 1000. In fact, single cell bacteria
display about 3,000,000 nuclectides, aligned in avery specific se-
guence. Thismeans, that thereisno mathematical probability what-
ever for any known species to have been the product of arandom
occurrence—random mutations (to use the evolutionist’s favorite
expression).”—*1.L. Cohen, Darwin was Wrong (1984), p. 205.
Wysong explainstherequirementsneeded to codeone DNA
molecule. By this he means selecting out the proper proteins,
all of them left handed, and then placing them in their proper
sequencein the molecule—and doing it all by chance:
“Thismeans 1/10%** DNA molecules, onthe average, must form
to provide the one chance of forming the specific DNA sequence
necessary to codethe 124 proteins. 108:% DNAswould weigh 10%#
times more than the earth, and would certainly be sufficient to fill
the universe many times over. It is estimated that the total amount
of DNA necessary to code 100 billion people could be contained in
Y4 of an aspirintablet. Surely 1027 timesthe weight of theearthin
DNAs is a stupendous amount and emphasizes how remote the
chanceisto form the one DNA molecule. A quantity of DNA this
colossal could never have formed.”—R.L. Wysong, The Creation-
Evolution Controversy, p. 115.

AGEM OFA QUOTATION—Evolutionistsclaimthat everything
impossible can happen by the most random of chances,—simply
by citing alarge enough probability number. * Peter M oraexplains
tohisfellow scientiststhetruth about evolutionary theorizing:

“A further aspect | should liketo discussiswhat | call the prac-
tice of avoiding the conclusion that the probability of aself-repro-
ducing state is zero. Thisiswhat we must conclude from classical
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guantum mechanical principles, asWigner demonstrated.

“These escape clauses [the enormous chance-occurrence num-
bers cited as proof by evolutioniststhat it could be done] postulate
an almost infinite amount of time and an almost infinite amount of
material (monomers), so that even the most unlikely event could
have happened. Thisisto invoke probability and statistical consider-
ationswhen such considerations are meaningless.

“When for practical purposes the condition of infinite time and
matter has to beinvoked [in order to make evolution succeed], the
concept of probability [possibility of its occurrence] is annulled.
By such logic we can prove anything, such as that no matter how
complex, everything will repeat itself, exactly and innumerably.” —
*P.T. Mora, “The Folly of Probability,” in *S.W. Fox (ed.), The
Origins of Prebiological Systems and of Their Molecular Matri-
ces (1965), p. 45.

3 - AMINO ACIDS AND PROTEIN

PROTEIN NEEDED AL SO—(*#6 Amino Acid Functions*) Now
let’slook at protein:

Putting protein and DNA together will not make them alive;
but, on the other hand, there can be no lifewithout BOTH the pro-
tein and the DNA. Proteins would also have had to be made
instantly, and in the right combination and quantity,—at the
very beginning. And do not forget the sequence: Protein hasto
bein itsproper sequence, just as DNA hasto bein its correct
sequential pattern.

Proteins comein their own complicated sequence! They have
their own coding. That codeis*” spelled out” inalong, complicated
string of materials. Each of the hundreds of different proteinsis, in
turn, composed of still smaller units called amino acids. Thereare
twenty essential amino acids (plustwo others not needed after adult-
hood in humans). The amino acids are complex assortments of spe-
cifically arranged chemicals.

M aking those amino acids out of nothing, and in the cor-
rect sequence,—and doing it by chance—would bejust asim-
possible, mathematically, as a chance formation of the DNA
code!

ONLY THE LEFT-HANDED ONES—We mentioned, in chapter
6 (Inaccurate Dating Methods), the L and D amino acids. That
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factor is highly significant when considering the possibility that
amino acids could make themselves by chance.

Nineteen of thetwenty amino acids(all except glycine) come
intwoforms; a“D” and an “L” version. The chemicalsarethe
same, but are arranged differently for each. Thedifferenceisquite
similar to your left hand as compared with your right hand. Both
arethesame, yet shaped oppositeto each other. Thesetwo amino
acid types are called enantiomers [en-anti-awmers]. (Two other
namesfor them are enantiomorphs and sterioisomers). (On the ac-
companying chart, notethat they are alike chemically, but different
dimensionally. Each oneisamirror image of the other. Oneislike
a left-handed glove; the other like a right-handed one. A typical
amino acid in both formsisillustrated.)

For smplicity’ssake, inthisstudy wewill call them the left or
left-handed amino acid (the “L”) and the right or right-handed

THE LEFT (L) AND RIGHT (D) AMINO ACID MOLECULES

The two molecules are identical in every way except shape. They are alike chemically, but different
dimensionally. Each one is the mirror image of the other. One is like a left-handed glove: the other a
right-handed one. But only the left-shaped (L) amino acids are found in animal life. A typical amino acid
in both forms is lustrated below.

LEFT (L) RIGHT (D)

KEY TO ATOMS

‘ CARBON
O NITROGEN

OXYGEN

O HYDROGEN
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amino acid (the“D”).

Living creatures haveto have protein, and protein iscomposed
of involved mixtures of several of the 20 left amino acids. —And
al those amino acids must be left-handed, not right-handed! (It
should be mentioned that all sugarsin DNA areright-handed.)

(For purposes of smplification wewill assumethat right-handed
amino acids never occur in living amino acids, but there are afew
exceptions, such asinthe cell wallsof some bacteria, in some anti-
biotic compounds, and all sugars.)

“Many researchers have attempted to find plausible natural con-
ditions under which L-amino acids would preferentially accumu-
late over their D-counterparts, but al such attempts have failed.
Until this crucia problem is solved, no one can say that we have
found anaturalistic explanation for the origin of life. Instead, these
isomer preferences point to biochemical creation.”—Dean H.
Kenyon, affidavit presented to U.S. Supreme Court, No. 85-15,
13, in “Brief of Appellants,” prepared under the direction of Wil-
liam J. Guste, Jr., Attorney General of the State of Louisiana, Octo-
ber 1985, p. A-23.

TOTAL IGNORANCE—(*#5/29 DNA, Protein and the Cell*)
Scientistshaveafairly good ideaof the multitude of chemical steps
in putting together a DNA molecule; but, not only can DNA not
besynthesized “by nature” at the seashore, highly trained tech-
nicianscannot doit in their million-dollar laboratories!

“The evolution of the genetic machinery is the step for which
there are no laboratory models; hence we can specul ate endlessly,
unfettered by inconvenient facts.”—*R. Dickerson, “Chemical Evo-

lution and the Origin of Life,” in Scientific American, September
1978, p. 70.

Dozens of inherent and related factors are involved. One

of theseisthegene-protein link. Thishad to occur before DNA
could be useable; yet no one has any idea how it can be made
now, much less how it could doit by itself in a mud puddle.

“None has ever been recreated in the laboratory, and the evi-
dence supporting them all [being produced by random chancein the
primitive environment] is very thin. The emergence of the gene-
protein link, an absolutely vital stage on the way up from lifeless
atomsto ourselves, isstill shrouded in almost complete mystery.” —
*A. Scott, “Update on Genesis,” in New Scientist, May 2, 1985,
p. 30.

4 - SYNTHESIZED PROTEIN
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THE MILLER EXPERIMENTS—In 1953, agraduate biochem-
istry student (* Stanley Miller) sparked a non-oxygen mixture of
gases for aweek and produced some microscopic traces of non-
living amino acids. We earlier discussed thisin somedetail in chap-
ter 7, The Primitive Environment (which included a sketch of the
complicated apparatus he used); this showed that * Sanley’s ex-
periment demonstrated that, if by any meansamino acidscould
be produced, they would be a left-handed and right-handed
mixture—and therefore unableto be used in living tissue.

“ Amino acids synthesized in thelaboratory are amixture of the
right- and | eft-handed forms.” —*Harold Blum, Time’s Arrow and
Evolution (1968), p. 159.

Even if a spark could anciently have turned some chemicals
into amino acids, the presence of the right-handed oneswould clog
the body machinery and kill any lifeform they werein.

(2) Thereare 20 essential amino acids. (2) Thereare 300 amino
acidsin aspecialized sequence in each medium protein. (3) There
are billions upon billions of possible combinations! (4) The right
combination from among the 20 essential amino acidswould have
to be brought together in the right sequence—in order to make one
useable protein properly.

(5) Inadditiontothis, theultra-complicated DNA strandswould
have to be formed, along with complex enzymes, and more and
more, and still more.

IMPOSSIBLE ODDS—What are the chances of accomplishing
all the above—and thusmaking aliving creature out of protein man-
ufactured by chance from dust, water, and sparks? Not one chance
inbillions. It cannot happen.

Evolutionistsspeak of “ probabilities” asthough they were
“possibilities,” if given enough odds. But redlity isdifferent from
their make-believe numbers.

There are odds against your being able to throw a rock
with your arm—and land it on theother side of themoon. The
chances that you could do it are about as likely as thisimag-
ined animal of the evolutionists, which makesitself out of no-
thing and then evolvesinto everybody else.

A mathematician would be ableto figurethe odds of doingit as
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a scientific notation with 50 or so zeros after it, but that does not
mean that you could really throw arock to themoon! Such oddsare
not really “probabilities’; they are*impossibilities!”

The chances of getting accidentally synthesized |eft amino ac-
idsfor one small protein moleculeisone chancein 1020, That isa
numeral with 210 zeros after it! The number is so vast as to be
totally out of the question.

Here are some other big numbers to help you grasp the
utter immensity of such gigantic numbers: Ten billion yearsis
10 seconds. The earth weighs 10% ounces. From one side to
theother, theuniversehasadiameter of 102inches. Thereare
10® elementary particlesin the univer se (subatomic particles:
electrons, protons, neutrons, etc.). Compare those enor mously
largenumber swith theinconceivably lar ger numbersrequired
for a chance formulation of the right mixture of amino acids,
proteins, and all the rest out of totally random chance com-
bined with raw dirt, water, and so forth.

How long would it take to walk acrossthe 102 inchesfrom one
side of the universe to the other side? Well, after you had done it,
you would need to do it billions of times more before you would
even havetimeto try all the possible chance combinations of put-
ting together just ONE properly sequenced left-only amino acid
protein in the right order.

After *Miller’samino acid experiment, resear cherslater tried
to synthesize proteins. The only way they could do it waswith
actual amino acids from living tissue! What had they accom-
plished? Nothing, absolutely nothing. But this mattered not to
the media; soon newspaper headlines shouted, “ SCIENTISTSMAKE
PROTEIN!”

“The apparatus must consist of a series of proteins as well as
nucleic acids with the ‘right’ sequences.”—*R. W. Kaplan, “The
Problem of Chance in Formation of Protobionts by Random Ag-
gregation of Macromolecules,”” in Chemical Evolution, p. 320.

5 - VIORE PROBLEMVMIS WITH PROTEIN
ALL 20-BUT IN 39 FORMS—The evolutionists tell usthat,

at sometimein the distant past, all the proteins made them-
selvesout of random chemicalsfloating in thewater or buried
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in the soil.

But there are approximately 20 different essential amino
acids. Each of them, with the exception of glycine, can exist in
both the L (left-handed) and D (right-handed) structual forms. In
living tissue, the L form is found; in laboratory synthesis, equal
amounts of both the L and D forms are produced. Thereisno way
to synthesizetheL form by itself.

Here are all 39 forms. What a hodgepodge for the random
accidents of evolution to sort through—and come up with only the
L forms. Each one has its own complicated sequence of amino
acids:

1 - Glycine
2a - L-Alanine 2b - D-Alanine
3a - L-Valine 3b - D-Valine
4a - L-Leucine 4b - D-Leucine
5a - L-Isoleucine 5b - D-Isoleucine
6a - L-Serine 6b - D-Serine
7a - L-Threonine 7b - D-Threonine
8a - L-Cysteine 8b - D-Cysteine
9a - L-Cystine 9b - D-Cystine
10a - L-Methionine 10b - D-Methionine
11a - L-Glutamic Acid 11b - D-Glutamic Acid
12a - L-Aspartic Acid 12b - D-Aspartic Acid
13a - L-Lysine 13b - D-Lysine
14a - L-Arginine 14b - D-Arginine
15a - L-Histidine 15b - D-Histidine
16a - L-Phenylalanine 16b - D-Phenylalanine
17a - L-Tyrosine 17b - D-Tyrosine
18a - L-Tryptophan 18b - D-Tryptophan
19a - L-Proline 19b - D-Proline
20a - L-Hydroxyproline 20b - D-Hydroxyproline

WHY ONLY THE L FORM—You might wonder why the D
form of protein would not work equally well in humans and
animals. The problem isthat asingle strand of protein, onceit is
constructed by other proteins (yes, the complicated structure of
each protein is constructed in your body cells by other brainless
proteing!), immediately folds into a certain pattern. If there was
even one right-handed amino acid in each lengthy string, it
could not fold properly.

(See our special study on Protein on our website. It is fabu-
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lous, and showsthe astoundingly complex activitiesof proteinsin-
sidethecell.)

6 - ORIGINATING FIVE SPECIAL VMIATERIALS

We are omitting this section from this book. It consists of de-
tailed information on the step-by-step requirements needed to
produce proteins, sugars, enzymes, fats, and DNA. The com-
plexity of al thisisfabulous. Over three large pages are required
just to list the steps! You will find this on pp. 280-283 of Vol. 2 of
the three-volume Evolution Disproved series set or on our internet
site, evolution-facts.or g.

7 - ADDITIONAL VIATHEMATICAL
IVIPOSSIBILITIES

ALL BY CHANCE—Earlier in this chapter, we said that the
possible combinations of DNA were the numeral 4 followed by a
thousand zeros. That tellsusabout DNA combinations; what about
protein combinations?

The possible arrangements of the 20 different essential
amino acids are 2,500,000,000,000,000,000. If evolutionary
theory betrue, every protein arrangement in a life form had
to be worked out by chance until it worked right—first one
combination and then another until onewasfound that wor ked
right. But by then the organism would have been long dead, if
it ever had been alive!

Oncethe chance arrangements had hit upon the right combina-
tion of amino acidsfor ONE protein—the sameformulawould have
to somehow be repeated for the other 19 essential proteins. And
then it would somehow haveto be correctly transmitted to offspring!

THE STREAM OF LIFE—The primary protein in your
red blood cellshas 574 amino acidsin it. Until that formulais
first produced correctly by chance, and then always passed on
correctly, your ancestors could not live a minute, much less
survive and reproduce.

You have billions upon billions upon billions of red blood cells
(“RBCs,” thescientistscall them) inyour body. Thisiswhat makes
your blood red. Each red blood cell has about 280 million mol-
ecules of hemoglobin; and it would take about 1000 red blood
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cellsto cover theperiod at the end of this sentence. (Hemoglo-
bin is the iron-carrying protein material in RBCs, which carries
oxygen from the lungs to the tissues, and carbon dioxide from the
tissuesto thelungs.) Both in complexity and in enormous quantity,
your red blood cellsare unusual . Several large books could befilled
with facts about your red blood cells.

MAKING PROTEIN BY CHANCE—The probability of
forming 124 specifically sequenced proteins of 400 amino ac-
idseach by chanceis1x 10 THAT isaBIG number! If we put
a thousand zeros on each page, it would take a 64-page booklet
just to write the number!

The probability of those 124 specifically sequenced proteins
(consisting of 400 dll-left-amino acidseach, being formed by chance,
if EVERY moleculein al the oceans of 10° planet earths was an
amino acid, and these kept linking up in sets of 124 proteins EV-
ERY second for 10 billion years) would be 1 x 10784, And THAT
isanother BIG number! That is one followed by 78,436 zeros!

As mentioned earlier, such “probabilities’ are “impossi-
bilities.” They arefun for math games, but nothing more. They
have nothing to do with reality. Yet such odds would have to be
worked out in order to produce just 124 proteins! Without success
insuch odds asthese, multiplied amillionfold, evol ution would be
totally impossible.

Throughout this and the previous chapter, we have only dis-
cussed the basics at the bottom of the ladder of evolution. We have,
asit were, only considered thefirst few instants of time. But what
about all the development after that?

Moretotal impossibilities.

ENZYMES—*Fred Hoylewrotein New Scientist that 2000
different and very complex enzymes arerequired for aliving
organism to exist. And then he added that random shuffling pro-
cesses could not form asingle one of thesein even 20 billion years!
Hethen added this:

“1 don’'t know how long it is going to be before astronomers
generally recognizethat the arrangement of not even oneamong the
many thousands of biopolymers[enzymes, proteins, hormones, etc.]
on which life depends could have been arrived at by natural pro-
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cesses here on the earth.

“Astronomers will have alittle difficulty in understanding this
because they will be assured by biologists that it is not so; the bi-
ologists having been assured in their turn by othersthat it isnot so.
The'others' areagroup of persons|[the evolutionary theoreticians]
who believe, quite openly, in mathematical miracles.

“They advocatethe belief that, tucked away in nature outside of
normal physics, thereis alaw which performs miracles (provided
the miracles are in the aid of biology). This curious situation sits
oddly on aprofession that for long has been dedicated to coming up
with logical explanations . . The modern miracle workers are a-
ways found to be living in the twilight fringes of [the two laws of]
thermodynamics.”—*Fred Hoyle, ““The Big Bang in Astronomy,”
in New Scientist, November 19, 1981, pp. 521-527.

*Taylor saysthat proteins, DNA, and enzymes—all of which
arevery complicated—would all berequired as soon as a new

creature was made by evolution.

“The fundamental objection to all these [evolutionary] theories
is that they involve raising oneself by one's own bootstraps. You
cannot make proteins without DNA, but you cannot make DNA
without enzymes, which are proteins. It isachicken and egg situa-
tion. That a suitable enzyme should have cropped up by chance,
eveninalong period, isimplausible, considering the complexity of
such molecules. And there cannot have been along time [in which
todoit].”—*GR. Taylor, Great Evolution Mystery (1983), p. 201.

Enzymesystemsdo not work at all in the body—until they

areall there.

“Dixon [aleading enzymologist] confesses that he cannot see
how such a system could ever have originated spontaneously. The
main difficulty isthat an enzyme system doesnot work at all until it
is complete, or nearly so. Another problem is the question of how
enzymes appear without pre-existing enzymesto makethem. ‘ The
association between enzymes and life,’” Dixon writes, ‘is so inti-
matethat the problem of the origin of lifeitself islargely that of the
origin of enzymes.’ "—*Michael Pitman, Adam and Evolution
(1984), pp. 144-145.

DIXON-WEBB CALCULATION—In 1964 *Malcolm
Dixon and * Edwin Webb, on page 667 of their standard reference
work, Enzymes, mentioned to fellow scientiststhat in order to get
the needed amino acids in close enough proximity to form a
single protein molecule, atotal volume of amino-acid solution

egual to 10 times the volume of our earth would be needed!
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That would be 1 with 50 zeros after it multiplied by the contents of
amixing bowl. And the bowl would be so large that planet earth
would beinit!

After using the above method to obtain ONE protein molecule,

what would it take to produce ONE hemoglobin (blood) mol-

ecule which contains 574 specifically coded amino acids? On
page 279 of their Introduction to Protein Chemistry, * S.\W. Fox

and *J.F. Foster tell how todoit:

First, large amounts of random amounts of all 20 basic types of
protein molecules would be needed. In order to succeed at this,
enough of the random protein moleculeswould be needed tofill a
volume 10°? TIMESthe volume of our entireknown universe! And
all of that space would be packed in solid with protein molecules.
Inaddition, al of them would haveto contain only left-handed amino
acids (which only could occur 50 percent of the timein synthetic
laboratory production).

Then and only then could random chance producejust the
right combination for ONE hemoglobin molecule, with the
proper sequence of 574 left-handed amino acids!

Yet thereare also thousands of other types of protein mol-
eculesin every living cell, and even if all of them could be as-
sembled by chance,—the cell would still not be alive.

BEYOND DNA AND PROTEIN—We have focused our at-
tention on DNA and protein sequence in this chapter. Just for a
moment, let us look beyond DNA and protein to a few of the
mor e complicated organsin the human body. Aswedo so, the
requirementswhich randomnesswould haveto hur dlebecome
truly fabulous. Consider the human brain, with itsten billion in-
tegrated cellsinthe cerebral cortex. How could all that come about
by chance? Ask an expert on ductless glands to explain hormone
production to you. Your head will swim. Gaze into the human eye
and view how it is constructed, how it works. You who would cling
to evolution asatheory that isworkable, giveup! giveup! Thereis
no chance! Evolutionisimpossible!

COMPUTER SIMUL ATION—Prior to the late 1940s, men
had to work out their various evol utionary theorieswith paper and
pencil. But then advanced computerswereinvented. Thischanged
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thewhole picture. By the 1970s, it had become clear that the*long
ages’ theoriesjust did not work out. Computer calculationshave
established thefact that, regardless of how much timewasal-
lotted for the task,—evolution could not producelife forms!

Evolutionistscan nolonger glibly say, “ Given enough time
and given enough chance, living creatures could arise out of sea-
water and lightning, and pelicans could change themselvesinto el-
ephants.” (Unfortunately, evolutionistsstill say such things, because
theignorant public does not know the factsin thisbook.)

But computer scientists can now feed all thefactorsinto a
large computer—and get fairly rapid answers. Within adra-
matically short timethey can find out whether evolutionispos-
sible after all!

Unfortunately, the evolutionists prefer to stay away from such
computer simulations; they are afraid to facethefacts. Instead they
spend their time discussing their dreamy ideas with one another
and writing articlesabout their theoriesin scientific journals.

A computer scientist who spoke at a special biology sympo-
siumin Philadel phiain 1967, when computers were not as power-
ful asthey aretoday, laid out the factsthisway:

“Nowadays computers are operating within arangewhich isnot
entirely incommensurate with that dealt with in actual evolution
theories. If a species breeds once ayear, the number of cyclesina
million yearsisabout the same asthat which onewould obtainina
ten-day computation which iterates a program whose durationisa
hundredth of asecond . . Now we have less excuse for explaining
away difficulties [via evolutionary theory] by invoking the unob-
servableeffect of astronomical [enormously large] numbersof small
variations.”—*M.P. Schutzenberger, Mathematical Challenges to
the Neo-Darwinian Interpretation of Evolution (1967), pp. 73-75
(an address given at the Wistar Institute of Anatomy and Biology
Symposium).

* Schutzenberger then turned his attention to the key point that
scientists admit to be the only real basis of evolution: gradual im-
provements in the genetic code through beneficial mutations, re-
sulting in new and changed species.

“Webelievethat it isnot conceivable. Infact, if wetry to simu-
late such asituation by making changesrandomly at the typographic
level—Dby lettersor by blocks, the size of the unit need not matter—
on computer programs, we find that we have no chance (i.e., less
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than 1/10'°%) even to see what the modified program would com-
pute; it just jams!

“Further, thereis no chance (lessthan 1/10°%) to see this mecha-
nism (this single changed characteristic in the DNA) appear spon-
taneoudly and, if it did, even less[chance] for it to remain!

“We believe that thereisaconsiderable gap in the neo-Darwin-
ian theory of evolution, and we believe this gap to be of such a
nature that it cannot be bridged within the current conception of
biology.”—*Ibid.

Thereisaonein 1/10%% chancethat just onemutation could
bebeneficial and improve DNA. Now 1/10"%jsonewith athou-
sand zeros after it! In contrast, one chance in a million only
involves six zeros! Compare it with the almost impossible likeli-
hood of your winning amajor multimillion-dollar statelottery inthe
United States: That figure has been computed, and isonly arela-
tively “tiny” number of six with six zeros after it. Evolution re-
quires probabilitieswhich aretotally out of therealm of reality.

THE DNA LANGUAGE—AnNother researcher, *M. Eden, in
attendance at the same Wistar Institute, said that the code within
the DNA moleculeisactually in astructured form, likeletters
and words in a language. Like them, the DNA code is struc-
tured in a certain sequence, and only because of the sequence
can the code have meaning.

*Eden then goes on and explains that DNA, like other lan-
guages, cannot betinkered with by random variational changes;
if that isdone, theresult will always be confusion!

“No currently existing formal language can tolerate random
changesin the symbol sequenceswhich expressits sentences. Mean-
ing is invariably destroyed.”—*M. Eden, “Inadequacies of Neo-
Darwinian Evolution as a Scientific Theory,” in op. cit., p. 11.

And yet evolutionary theory teachesthat DNA and al life ap-
peared by chance, and then evolved through random changeswithin
the DNA!

(For moreinformation onthose special evolutionary conferences,
see chapter 1. History of Evolutionary Theory.)

THE MORE TIME, THE LESSSUCCESS—EVvolutionistsimag-
inethat time could solve the problem: Given enough time, theim-
possible could become possible. But timewor ksdir ectly against
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success. Hereiswhy:

“Timeis no help. Biomolecules outside aliving system tend to
degrade with time, not build up. In most cases, afew daysisall they
would last. Time decomposes complex systems. If alarge‘word’ (a
protein) or even aparagraph isgenerated by chance, timewill oper-
ateto degradeit. The moretimeyou allow, theless chance thereis
that fragmentary ‘sense’ will survive the chemical maelstrom of
matter.”—*Michael Pitman, Adam and Evolution (1984), p. 233.

ALL AT ONCE—Everything had to come together all at
once. Within a few minutes, all the various parts of the living

organism had to make themselves out of sloshing, muddy wa-
ter.

“However, conventional Darwinian theory rationalizesmost ad-
aptations by assuming that sufficient time hastranspired during evo-
lution for natural selection to provide uswith al the biological ad-
aptations we see on earth today, but in reality the adaptive process
must by necessity occur rather quickly (in one or at the most two
breeding generations).”—*E. Steele, Somatic Selection and Adap-
tive Evolution (2nd ed. 1981), p. 3.

“ So the simultaneous formation of two or more molecules of any
given enzyme purely by chanceisfantastically improbable.”—*W.
Thorpe, “Reductionism in Biology,” in Studies in the Philosophy
of Biology (1974), p. 117.

“From the probability standpoint, the ordering of the present en-
vironment into a single amino acid molecule would be utterly im-
probable in all the time and space available for the origin of ter-
restrial life.”—*Homer Jacobson, “Information, Reproduction and
the Origin of Life,” American Scientist, January 1955, p. 125.

“To form a polypeptide chain of a protein containing one hun-
dred amino acids represents a choice of one out of 10 possibili-
ties. Here again, thereis no evidence suggesting that one sequence
is more stable than another, energetically. The total number of hy-
drogen atoms in the universe is only 10%. That the probability of
forming one of these polypeptide chainsby chanceis unimaginably
small; within the boundary of conditions of time and space we are
considering it is effectively zero.”—*E. Ambrose, The Nature and
Origin of the Biological World (1982), p. 135.

“Directionsfor the reproduction of plans, for energy and the ex-
traction of parts from the current environment, for the growth se-
guence, and for the effector mechanism translating instruction into
growth—all had to be simultaneously present at that moment. This
combination of events has seemed an incredibly unlikely happen-
stance, and has often been ascribed to divine intervention.” —
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MITOSIS AND MEIOSIS

If you could look at the cell division process through a microscope, you would see what is inside the
circles below. It is really astounding to behold!

Mitosis, on the left. below. is the process of cell division in which the nucleus of a cell normally di-
vides into two identical nuclei. at which time the cell itself usually divides equally, separating into two
new cells, each with the same number of chroriicsomes as the parent cell.

Meliosis, on the right. below, occurs only in reproductive cells. This is also cell division. but in the
process the number of chromosomes in each sex cell are halved.

For purposes of clarity. only one set of homologous chromosomes is shown. In actuality, the process
is much more complicated.

Consider for 8 moment the extreme complexity of the illustration below. and keep in mind that the
millions of cells that divide within your body every minute go through such an exact formula. Yes. it
is indeed amazing, and requires careful. intelligent planning and operation of the highest order. Ran-
domness is not producing this!

Mitosis Meiosis
(asexual reproduction) {reproduction of sex cells)
* ~ DNA replication - "

) mm ) ;
Duptlicated Parring of homologous
chromosomes chromosomaes
line up individusity Homologous pairs of

duplicated chromosomes

ne up on the spindie

Crossing Over
{recombination} &

@ - Metsphase -
v ) 4
= Angphase -
chromosames
migrete to the poles

N
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*Homer Jacobson, “Information, Reproduction and the Origin of
Life,” American Scientist, January 1955, p. 121.

BACTERIA DISPROVE EVOLUTION—Let usgo beyond
DNA moleculesand pieces of protein, and consider one of thesim-
plest of life forms. Scientists have studied in detail the bacterium,
Escherichia coli. These bacteria are commonly found in the large
bowel.

Under favorable conditions bacterial cells can divide ev-
ery 20 minutes. Then their offspringimmediately begin repro-
ducing. Theoretically, onecell can produce 10 cellsin oneday!
For over a century researchers have studied E-coli bacteria.
All that timethosebacteria havereproduced asmuch aspeople
could in millions of years. Yet never has one bacterium been
found to changeinto anything else. And those little creatures do
not divide s mply. The single chromosome replicates (makes acopy
of itself), and then splitsin two. Then each daughter cell splitsin
two, forming thevarious cellsin the bacterium. Thesetiny bacteria
can divideeither sexually or asexually.

Escherichia coli hasabout 5000 genesin itssingle chromo-
some strand. This is the equivalent of a million three-letter

codons. Yet thistiny bacterium is one of the “simplest” living
creaturesthat exists.

Please, do not underestimate the complexity of this, acreature
with only ONE chromosome: First, that one chromosomeisacom-
bination lock with amillion units, arranged in adefinite sequence.
Second, each unit is made up of three sub-units (A-C-C, G-T-A,
etc.). Third, the sub-unitsare combined from four different chemi-
cal building blocks: A, G C, and T. What arethe possible num-
ber of combinations for that one chromosome? Get a sheet of
paper and figure that one out for yourself.

FRAME SHIFTS—Then scientistsdiscovered aneven “sim-
pler” creaturethat livesinthe human bowel. It iscalled thetheta-x-
174, and is atiny virus. It is so small, that it does not contain
enough DNA information to producethe proteinsin its mem-
brane! How then canit doit?How can it produce proteinswith-
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out enough DNA code to produce proteins! Scientists were to-
tally baffled upon making thisdiscovery. Then they discovered the
high-tech secret: The answer is but another example of a super-
intelligent Creator. The resear chersfound that thistiny, mind-
lesscreatureroutinely codesfor that protein thousandsof times

a day—and doesit by “frame shift.”

Totry todescribeit in ssimplewords, ageneisread off fromthe
first DNA base to produce a protein. Then the same message is
read agai n—nbut thistime omitting the first base and starting with
the second. Thisproducesadifferent protein. And on and onit goes.
Try writing messages in this manner, and you will begin to see
how utterly complicateditis. “Try writing messages / writing mes-
sages in / messages in this / in this manner.” That is how the
simplest of viruses usesits DNA coding to makeits protein!

Does someone think that the virus was smart enough to figure
out that complicated procedure with its own brains? Or will some-
one suggest that it all “just happened by chance?”’

With al thisin mind, *Wally Gilbert, a Nobel prize winning
molecular biologist, said that bacteria and viruses have a more
complicated DNA code-reading system than the* higher forms
of life.”

THE CENTRAL DOGM A—*Francis Crick, the co-discov-
erer of the structure of DNA, prepared agenetic principlewhich he
entitled, “The Central Dogma”:

“The transfer of information from nucleic acid to nucleic acid,
or from nucleic acid to protein may be possible, but transfer from
proteinto protein, or from proteinto nucleic acid isimpossible.” —
*Francis Crick, “Central Dogma,” quoted in *Richard Milner,
Encyclopedia of Evolution (1990), p. 77.

TheCentral Dogmaisan important scientific principleand
meansthis: Thecomplex coding withinthe DNA inthe cell nucleus
decides the traits for the organism. But what is in the body and
what happensto the body cannot affect the DNA coding. What this
means is this: Species cannot change from one into another! All
the membersin a species (dogs, for example) can only bethe
outcome of the wide range of “gene pool” data in the DNA,
but no member of that species can, because of the environ-
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ment or what has happened to that individual, change into
another species. Only changesin the DNA coding can produce
such changes; nothing else can doit.

“It [the Central Dogma] has proved afruitful principle, ever since
James Watson and Crick discovered the double-helix structure of
DNA inthe 1950s. DNA istheblueprint; it givesinstructionsto the
RNA and to proteins about how to arrange themselves.”—*Rich-
ard Milner, Encyclopedia of Evolution (1990), ibid.

“An honest man, armed with all the knowledge available to us
now, could only state that in some sense, the origin of life appears
at the moment to be almost a miracle, so many are the conditions
which would have had to have been satisfied to get it going.”—
*Francis Crick, Life Itself (1981), p. 88.

BL UE GENE—Announcement has been made that IBM has begun work
on their largest computer to-date. It iscalled “Blue gene”; and it must be power-
ful, for they have been building even larger supercomputers sincethe 1940s. This
one will be 100 times more powerful than Big Blue, the computer used to defeat
Kasperson in chess several years ago.

They aretrying to figure out something which is so utterly complicated that
no lesser computer can handle the task. No, not something simplelike computing
atrip to Saturn and back. Their objective is solving something far more compli-
cated. —It is figuring out how a protein folds!

In every cell in your body, brainless proteins assemble more proteins from
amino acids. They put them into their proper sequence (!) and, then as soon asthe
task is ended, the new protein automatically folds down into a clump, as compli-
cated asapiece of steel wool. IBM istrying to figure out thefold pattern instantly
made by this microscopic piece of mindless, newborn protein!

The computer will cost $100 million, and Stanford University is trying to
get people to let them use their home computers to help with the task (go to
standford.edu for details). They say they need the information to figure out drugs
to counteract HIV and other viruses. Sofar, they can only get theproteintowiggle;
they cannot get it to fold (NPR, Wednesday evening, September 27, 2000).

For more on proteinsand how they do their work inthe cell, go to our website,
evolution-facts.org and locate aspecial study on protein which we have prepared.
It contains a remarkable collection of facts.

Enter the mad cow: Theterrible plague of mad cow disease (initially brought
into existence by cannibalism in New Guinea) is caused by eating dead meat
containing proteins that, after death or when humans are injected with raw
glandulars containing them, have changed their folding pattern. Nearly all cows
are fed on feed lots, and their food contains animal protein! The sameis true of
swine and chicken feed. That is why food animals are subject to mad cow dis-
ease.

EVOLUTION COULD NOT DO THIS

The leaf-binding ant builds nests out of leaves sewn together. It
picks up one of itslarva children, carefully holdsit in itsjaws, presses
liquid from the baby—as a glue gun to spot weld the leaves together.
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CHAPTER 8 - STUDY AND REVIEW QUESTIONS
DNA AND PROTEIN
GRADES 5 TO 12 ON A GRADUATED SCALE

1- Prepare adiagram of aDNA molecule. Use different colors
to show the different parts.

2 - Research the story of how DNA wasdiscovered and writea
report onit.

3-Wouldit beeasier for DNA to be made by randomnessor by
researchersin alaboratory? Could living DNA be made in either
place?

4 - Research into what isin ablood cell, and then write about
the different parts. Underline those parts which could be produced
by random action (called “ natural selection”).

5 - There are 20 essential amino acids, 300 special-sequence
amino acidsin each medium-sized protein, and billions of possible
sequences. What do you think would happen in your body if just
one of those sequences was out of place?

6 - Can “non-random patterns’ be produced randomly? Codes
are made by intelligent people. Can they be produced by chance?

7 - Find out how DNA divides, and write abrief report on how
it happens.

8 - Random production of amino acidsaways produce a50-50
mixture of left- and right-handed forms of them. Could the ran-
domness of evolution produce living tissue with only left-handed
amino acids?

9 - Why isit that evolutionists do not give up trying to prove
that impossi bl e things can happen?

10 - There are 26 reasonswhy DNA cannot be originated out-
side of living tissue. List 10 which you consider to be the most
unlikely to be accomplished synthetically.

11 - Briefly explain one of the following: translator package,
messenger RNA, biological compiler, codon, nucleotide, t-DNA.

12 - Write areport on the mathematical possibilities (probabili-
ties) that amino acids, protein, or DNA could be accidently pro-
duced by random activity in barrelsof chemicalswhichfilled all of
space throughout the universe.





